Homework 9.

1. Construct the maximum parsimony unrooted tree for the following alignment. 
   1  2  3  4  5  6  7

   A  A  C  A  C  T  G  

   C  G  C  C  C  T  G  

   A  C  A  T  A  A  G 

   A  G  A  T  T  A  C 
2. Search the NCBI Conserved Domain Database for cd00163. View “Top listed sequences” (upto 25 sequences) in FASTA format. Construct maximum parsimony tree using MEGA3. Analyze this tree and compare it with the tree from Rosenberg et al paper.

